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Abstract

It is important for researchers to understand a protein-protein interaction when they
try to figure out protein. Although researchers understand protein-protein interaction
through reading many papers, it is difficult to figure out them. In recent years, text
mining which extracts the information of protein-protein interaction is performed as the
approach of information engineering.

In this paper, we propose a system that makes a protein-protein interaction network.
Since a lot of information about protein-protein interaction is accumulated, we need to be
visualized, in order to catch the tendency and the feature of the whole data. Then, the
system that it displays the protein-protein interaction visually is useful in investigating in
detail about protein for researchers. We extracted information of potein-protein interac-
tion from papers in PubMed /MEDLINE database by text mining and built potein-protein
interaction database. In a proposal system, it builds a protein-protein interaction network
from information of protein-protein interaction. In this system, when researchers search
the protein that system does not have in a protein-protein interaction database, a system
acquires information from Web automatically and makes protein-protein interaction net-
work from information. Next, system adds this network to the protein-protein interaction
network that exist in the database and show the protein-protein interaction network which

combines two network to researchers.
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oo x n 0
CXCR4 100

C100rf10 2
CYP51A1 22
LDLR 100
INSIG1 84
IDI1 11
SQLE 19
HMGCS1 17
HMGCR 100
SC4MOL 6
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Input : The ischemia activates Kupffer.
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